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amounts of GATA6 -GATA6 GATA6 - A: Real-time PCR analysis was carried out to determine the amounts of GATA6 mRNA in days 17, 20, and 22 bovine conceptuses and in days 15, 17, and 21 ovine conceptuses. RNA extracted from frozen conceptuses was subjected to real-time PCR analysis using the primers shown in Table 1 . Results with single and double asterisks differ at P < 0.05 and P < 0.01 (n = 3 each), respectively. B: Total RNAs isolated from bovine trophoblast CT-1 and F3 cells and ovine trophoblast oTr cells were reverse-transcribed to cDNA and then subjected to PCR analysis using the primers shown in Table 1 . A representative agarose gel from 3 independent experiments is shown.
of the bIFNT In situ hybridization analysis was carried out using either sense (A, C, and E) or anti-sense (B, D, and F) GATA6 riboprobe (Table 1) to hybridize to serial sections of ovine conceptuses and uteri from day 15 (D15; A, B), 17 (D17; C, D), and 21 (D21; E, F) pregnant ewes (n = 3 for each day). The riboprobe generated from a 570-bp plant-derived nucleotide sequence was used as a negative control (N.C., D21; G). A representative in situ hybridization from 3 independent experiments containing uterine tissues from 3 animals is shown. LE, luminal epithelial cells; Tr, trophoblast cells. Scale bar: 50 μm. 
